Supplementary Table 1:

Genes found in different comparisons are listed. UCN = Unigene Cluster
Number; # occurrence = the number of times the gene has been found in the
overlaps of the particular area from Figure 2; factor dif = is the fold difference
found between the observed and expected number of occurrences of the gene.
1) Genes found in area 1 from Figure 2; these genes are found down-regulated
in breast samples and up-regulated in prostate samples. 2) Genes found in area 2
from Figure 2; these genes are down-regulated in metastatic prostate samples
and are also found down-regulated in BRCA mutated or metastatic breast
tumours. 3) Genes found in the overlap between “stromal processes” (genes
expressed higher in prostate stromal cells as compared to epithelial cells) and
genes down in BRCA mutated breast cancer and metastatic prostate samples
(see Figure 4).

Genes area 1 figure2

UCN
Hs.349961
Hs.3297
Hs.8371%
Hs.155396
Hs. 78065
Hs.184103
Hs. 184148
Hs.1809486
Hs.301819
Hs.184014
Hs. 106673
Hs.G146
Hs.239459
Hs.14835
Hs.343677
Hs.187340
Hs.G3916
Hs. 79914
Hs.62110
Hs.109694
Hs.283978
Hs.6833
Hs.8769
Hs. 196354
Hs.183773
Hs.35094
Hs. 74615
Hs.169736
Hs.28287
Hs.109439
Hs.G14
Hs.131253
Hs.3314
Hs. 78993
Hs.620
Hs.20421
Hs.308026

# occurrence factor dif Name
22 46.8  ribosomal protein Le
24 38.9  ribosomal protein 527a
g0 36.7  Sjogren syndrome antigen B (autoantigen La)
52 357  nuclear factor (enythroid-derived 2¢like 2
3a 327 complement component 7
28 2000 ribosomal protein 121
18 200 w-yes-1Yamaguchi sancomaviral oncogene homolog 1
36 19.1 ribosormal protein LS
30 16.3  zinc finger protein 146
24 14.6  ribosomal protein L31
42 14.5  eukaryotic translation initiation factor 3, subunit & (48kD)
45 144 translocation protein 1
18 125  TIA1 cytotoxic granule-associsted RMA-binding protein
g0 122 likely ortholog of mouse NPC derived proline rich protein 1
24 9.7 hypothetical protein FL120039
32 9.4 hypoxia-inducible factor 1, alpha subunit (basic helix-oop-helix transchption facton)
27 9.4 MNADH dehydrogenase (ubigquinone) 1 alpha subcomplex, 5 (13D, B13)
128 9.3 lurnican
20 9.2 PC4 and SFRS1 interacting pratein 2
24 8.5 KIAA 1451 protein
21 8.3 Homao sapiens PRO2751 mRENA, complete cds
o] g.0 ras homolog gene family, member E
60 7.3 brain cell membrane protein 1
24 7.2 prostagandin-endoperoxide synthase 2 (prostaglandin GH synthase and cyclooygenase)
24 71 golgi autoantigen, galgin subfamily a, 4
20 6.8 extracellular matrix protein 2, female organ and adipocyte specific
25 6.4 platelet-derived growth factor receptar, alpha polypeptide
24 6.2 complement component 1, 5 subcomponent
18 6.2 retinohlastoma-hinding protein 8
20 5.0 osteoglycin (osteoinductive factor, mimecan)
42 5.0 majar histacompatibility complex, class |1, DP beta 1
28 4.3 ubiguinol-cytochrome c reductase binding protein
30 3.8 selenoprotein P, plasma, 1
18 3.7 1C motif containing GTPase activating protein 2
48 36 hullous pemphigoid antigen 1 {230/240kD)
24 34 likely ortholog of mouse coiled coil forming protein 1

18 33 maor histocompatibility complex, class I, DR beta 5

Gene
RPLE
RPS27A
558
NFE2L2
c7
RPL21
YES1
RPLS
ZMF148
RPL31
EIF356
TLOCH
TIAA
FLI10773
FLIZ20039
HIF1A
NOUFAS
LLIhA
PSIP2
ka8 1451

ARHE
BCMP1
PTGS2
GOLGA4
ECM2
POGFRA
C15
REEFG
OGN
HLA-DPE1
UQCRB
SEPP1
[QGAP2
BPAGH
KIAADZOS
HLA-DRES



Genes area 2 figure 2

UCN
Hs. 77899
Hs.23003
Hs. 103724
Hs.119206
Hs.37682
Hs.80935
Hs.198562
Hs.234880
Hs. 74613
Hs.75252
Hs.83112
Hs. 84735
Hs.1293
Hs.111779
Hs.83164
Hs. 1731549
Hs.139831
Hs 326035
Hs.B966
Hs.119371
Hs. 168640
Hs.87409
Hs.82112
Hs.290070
Hs.230089
Hs.2025
Hs.24850
Hs.8136
Hs.4909
Hs.245188
Hs5.96063
Hs. 78225
Hs.30250
Hs. 169756
Hs. 795386
Hs. 169300
Hs.287520
Hs. 79069
Hs.31297
Hs. 166994
Hs.185
Hs5.2935
Hs.279009
Hs. 178112
Hs.824352
Hs.289114
Hs.3314
Hs.230
Hs. 49597
Hs.267182
Hs.119301
Hs. 154654
Hs.82163
Hs.1693946
Hs.1940
Hs 2785281
Hs 8795
Hs.733580
Hs.214982
Hs. 756307

52
128
42
43
34
42
38
27
32
47
28
44
108
65
35
28
95
63
28
75
63
a5
459
30
159
155
35
27
47
143
31
45
44
42
28
45
59
44
38
45
28
36
72
36
g3
108
71
77
27
142
44
78
108
s
72
34
48
a3
30
35

# eccurrence factor dif

19.0
18.9
154
14.5
14 4
13.8
13.8
13.0
12.0
11.7
111
108
10.8
9.9
9.6
9.5
9.5
94
92
9.1
5.6
5.6
8.5
8.3
7.9
74
7.9
74
5.8
g4
5.3
5.1
g.0
549
a7
8.7
54
54
5.3
8.1
51
5.0
47
47
4.8
4.5
4.5
4.5
4.4
4.3
4.0
3.8
38
3.6
3.4
3.4
3.4
3.3
3.3
3.1

Name
tropormyosin 1 (alpha)
slug (chicken homolog), Zinc finger protein
peripheral rmyelin protein 22
insulirklike growth factor binding protein 7
retingic acid receptor responder (tazarotene induced) 2
collagen, type 1, alpha 3
fibulin 2
fer1 (C.eleganslike 3 {myoferling
platelet-derived growth factor receptor, alpha polypeptide
endothelin receptor type A
insulirtlike growth factor 1 (somatomedin C)
Homo sapiens, clone IMAGE 3140802, mRMNA
membrane metallo-endopeptidase (neutral endopeptidase, enkephalinase, CALLA, CD10)
secreted protein, acidic, cysteine-rich (osteonecting
collagen, type =%, alpha 1
transforming, acidic coiled-coil containing protein 1
cavealin 2
garly growth response 1
turmnor endothelial marker 8
collagen, type I, alpha 1 (Ehlers-Danlos syndrome type IV, autosomal dominant)
ankylosis, progressive (mouse) hormolog
thrormbospandin 1
interleukin 1 receptor, type |
gelsolin (amyloidosis, Finnish type)
four and a half LIM domains 1
transfarming growth factar, beta 3
regulator of G-protein signalling 5
endothelial PAS domain protein 1
dickkopf (Xenopus laevis) homolog 3
tissue inhibitor of metalloproteinase 3 (Sorsky fundus dystrophy, pseudoinfiammatory)
insulin receptor substrate 1
annexin Al
v-rnaf musculoaponeurdtic fibrosarcoma (avian) oncogene homolog
complement component 1, 5 subcomponent
tyclin D2
transforming growth factor, beta 2
fibronectin 1
tyclin G2
duodenal cytochrorme b
FAT tumaor suppressor (Drosophila) homolog
Duffy blood group
matriy metalloproteinase 13 (collagenase 3)
matrix Gla protein
DrA segment, single copy probe LNS-CALNS-CAll (deleted in polyposis
FIAADDSS protein
hexabrachion (tenascin C, cytotacting
selenoprotein P, plasma, 1
fitarorm odulin
retinoic acid induced 2
T-box 3 (unarmarmmary syndrome)
5100 calcium-binding protein A10 (annexin Il ligand, calpactin |, light polypeptide (p113)

cytochrome P45S0, sulbramily | (dioxininducible), polypeptide 1 (glaucama 3, primary infantile)

monoamine oxidase B
GATAinding protein 3
crystalling alpha B

fibroblast growth factor receptor 2 (bactens-expressed kinase, keratinocyte growth factor receptor,

acyl-Coenzyme A oxidase 2, branched chain
camoxypeptidase E

larminin, garmmsa 1 (formedy LAMEBZ)
neuroblastoma, suppression of turnorigenicity 1

Gene
TP M1
SLUG
PrP22
|GFBRT
RARFESZ
CoLeAs
FBLM2
FER1L3
POGFRA
EONREA
IGF1

MM E
SPARC
COL15A1
TACCH
CANVZ
EGR1
TEMS
COL3AT
ANKH
THES1
IL1R
[ET
FHL1
TGFB3
RGS5
EPAS1T
DKEk3
TIP3
IRS1
ANH AN
MAF
C15
CCNDZ
TGFB2
FM A1
CCNG2
FL123462
FAT
F\rf

MMP 13
M GH
055546
KIAADDSS
HXB
SEPP1
FMoD
RAIZ
TBEX3
S100410
CYP161
MADE
GATAZ
CRYAB
FGFRZ
ACOKZ
CPE
LAMCH
MEBL1



Genes responsible for the overap found between stromal processes and :

Breast BRCA pos
UCN
Hs.118770
Hs.1334
Hs.136348
Hs. 155545
Hs.1619
Hs 245188
Hs 274404
Hs.287820
Hs.26783
Hs.3314
Hs.351875
Hs.56023
Hs.7358
Hs.74471
Hs.750
Hs.75929
Hs.81800
Hs.82128
Hs.82772
Hs.86368
Hs.89626

Prostate META
UCN
Hs.15351
Hs. 154634
Hs. 169736
Hs.239089
Hs.245188
Hs.287320
Hs.2589114
Hs5.287733
Hs.31297
Hs.35314
Hs. 75320
Hs. 77273
Hs.20408

Name

turnor necrosis factor (ligand) superfamily, member 11
W=yt @vian myeloblastosis viral oncogene homolog
ostecblast specific factor 2 (fasciclin [Hike)

37 kDa leucine-rich repeat (LER) protein
achaete-scute complex (Drosophila) homol og-like 1
tissue inhibitor of metalloproteinase 3 (Sorshy fundus dystroprry, pseudoinflam matory)
plasminogen actkataor, tissue

fibronectin 1

KIAL 1223 protein

selenoprotein P, plasma, 1

cytochrome © a<idase subunit vic

brain-derived nedrotrophic factor

hypothetical protein FLJ13110

gap junction protein, alpha 1, 43kD (connexin 43)
fibrillin 1 {Marfan syndrome)

cadherin 11, type 2, OB-cadhenn (osteoblast)
chondroitin sulfate proteoglycan 2 (wersican)
trophoblast glycoprotein

collagen, type X1, alpha 1

calmegin

parathyroid hormone-like hormone

Name

LanC (bactenal lantibiotic synthetase componernt C-ike 1

cytochrome P4AS0, subfamily | (dioxirkinducible), polypeptide 1 (glaucoma 3, primary infantile)
complement component 1, s subcomponent

four and & half LIM domains 1

tissue inhibitor of metalloproteinase 3 (Sorshy fundus dystrophy, pseudoinfiam matory)
fibronectin 1

hexabrachion (tenascin C, cytotacting

wimentin

duodenal cytochrarme b

selenoprotein P, plasma, 1

winculin

ras homolog gene family, member A

neagenin (chicken) homolog 1

Gene
THFSF11
b=
O5F-2
P37ME
ASCLI
TIMP3
PLAT

Fr A
KIAST223
SEPP1
COXEC
BOMF
FLI13110
GJA1
FEM1
COH11
C5PG2
TRPEG
COL11A1
CLGM
PTHLH

Gene
LAMNCLY
CyYP1B1
C15
FHL1
TIP3
Frd1
H+xEB
Wk
FL1Z23462
SEFP1
WiCL
ARHA
MEO1



