
 

 

Supplementary Table 1: 
Genes found in different comparisons are listed. UCN = Unigene Cluster 
Number; # occurrence =  the number of times the gene has been found in the 
overlaps of the particular area from Figure 2; factor dif = is the fold difference 
found between the observed and expected number of occurrences of the gene.  
1) Genes found in area 1 from Figure 2; these genes are found down-regulated 
in breast samples and up-regulated in prostate samples. 2) Genes found in area 2 
from Figure 2; these genes are down-regulated in metastatic prostate samples 
and are also found down-regulated in BRCA mutated or metastatic breast 
tumours. 3) Genes found in the overlap between “stromal processes” (genes 
expressed higher in prostate stromal cells as compared to epithelial cells) and 
genes down in BRCA mutated breast cancer and metastatic prostate samples 
(see Figure 4). 

 
 
 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 


